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riaim Listing 

That which is claimed is: 

1. (Withdrawn) A method to determine the optimal length of an immunobiologically- 
active liner peptide epitope of a polypeptide, the method comprising the steps of: 

a) providing a curve characterizing the hydrophiHcity and/or hydrophobicity 
of the linear sequence of amino acid residues of a polypeptide; 

b) generating at least one potential epitope set comprising at least one 
potential epitope by fitting a window of the curve of step (a) to a mathematically 
generated continuous curve, the continuous curve having repeating values at regular 
intervals with at least a maximum positive value, the window containing a specific 
number of amino acid residues and the window is lagged through the curve of step (a); 

c) increasing the number of residues in the window after each lagging; 

d) determining and ranking potential epitopes for each set by selecting 
potential epitopes having a positive-fit correlation value determined by fitting curves in 
step (b) thereby providing a set of ranked potential epitopes for each window of residues 
used in step (b). the most positive-fit correlation value ranked first in each potential 
epitope set; 

c) examining the positioning of at least the highest ranked potential epitopes 
of each set relative to the linear sequence of the plot of step (a) to determine at least one 
set of potential epitopes that exhibit alternating positioning about an equilibrium position 
wherein the ranking values of the potential epitopes coverage towards or diverge away 
from the equilibrium position; and 



Puj;e 3 of 17 



PAGE 5/19 * RCVD AT 2/20/20044:05:37 PM [Eastern Standard Time]* SVR:USPT0-EFXRF-1i1 * DNIS:8729306* CSID:7166645606 ' DURATION (mm-ss):04<44 



Feb 20 04 04t05p The Bilioki Law Firm, PC 71GGG45GOG 

Appl. No. 0^/552,461 

Reply to Olljee Communication ol i'ebniury <5, 2004 

0 designating the potential epitopes of Ihe set having the most alternating 
ranking values that coverage or diverge as the immunologically active epitopes which has 
an optimal length equating to numeric value of amino acid residues in the potential 
epitopes. 

2. (Withdrawn) The method according to claim 1 wherein the mathematically 
generated curve is generated by a negative cosine curve function. 

3. (Withdrawn) A method to determine the optimal length of an 
immunobiologically active linear peptide epitope of a polypeptide characterised by a 
hydrophobic-hydrophilic-hydrophobic motif, the method comprising the steps of: 

a) assigning an average hydropathy value to each amino acid of the 
polypeptide; 

b) generating a hydrophilicity plot using the average hydropathy value of 
each amino acid; 

c) fitting the curve segment of the hydrophilicity plot to a negative cosine 
function, wherein a specific period number values of the negative cosine function equates 
Lo the number of amino acids in the curve segment, the period number increasing within a 
predetermined chosen period number range after each sequential lagging through the 
hydrophilicity plot thereby providing fit-correlation values tor each curve segment across 
the linear sequence when using the specific period number value; 

d) generating a potential Ho-Hi-Ko epitope set for each specific period 
number value within the chosen period number range, wherein each potential Ho-Hi-V1o 
epitope set contains potential Ho-Hi-Ho epitopes that have a fit-correlation value: 
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c) ranking each potential Ho-Hi-Ho epitope in the potential Ho-Hi-Ho 
epitope set according to positive fit-correlation values wherein the epitope having highest 
positive-fit correlation value is ranked number one thereby providing ranked Ho-Hi-Ho 
potential epitopes Tor each specific period number value; 

0 examining the positioning of at least the highest ranked Ho-Hi-Ho 
potential epitopes of each set relative to the linear sequence of the plot of step (a) to 
determine at least one set of Ho-Hi-Ho potential epitopes that exhibit alternating 
positioning about an equilibrium position wherein the ranking value of Ho-Hi-Ho 
potential epitopes coverage towards or diverge away from the equilibrium position: and 

g) designating the Ho-Hi-Ho potential epitopes of the set having the most 
alternating ranking values that coverage or diverge as the immunologically active 
epitopes which have an optimal length equating to numeric value of amino acid residues 
in the potential epitopes. 

4. (Withdrawn) The method according to claim 3 wherein said hydrophilicity curve 
is generated using Kyte-Doolittle hydropathy values with reserved signs. 

5. (Withdrawn) The method according to claim 3 further comprising choosing the 
potential epitope set having the highest lit correlation value found in step (c) if more than 
one potential epitope set exhibits the same number of alternating ranking as examined by 
step (f). 

6. (Withdrawn) A Ho-Tli-Ho epitope of a polypeptide, said Ho-Hi-Ho epitope 
characterized by a hydrophobic-hydrophilic-hydrophobic motif having a optimal length 
of amino acid residues determined by method of claim 3. 
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7. (Withdrawn) The Ho-JHi-Ho epitope according to claim 6 wherein the amino 
acid residues arc altered by replacing amino acids to increase or decrease the fit 
correlation between the hydrophilicity curve and the negative cosine curve thereby 
increasing or decreasing the affinity for the epitope by immune components. 

8. (Withdrawn) A method Tor determining the viability of a protein comprising: 

a) finding the immunohiologically active epitopes or a polypeptide and their 
optimal length according to the method of claim 3; and 

b) comparing the optimal length found in step (a) to the optimal length found 

in antipolypeptidc antiscra. 

9. (Withdrawn) A antisera specific for a Ho-Hi-Ho epitope of contiguous amino 
acid residues from a polypeptide wherein said epitope is defined by a motif or two 
hydrophobic and on hydrophilic regions arranged in the following manner 
hydrophobic - hydrophilic - hydrophobic 

wherein said epitope has an optimal length of amino acid residues determined by method 
of claim 3. 

10. (Withdrawn) An antigenic composition comprising a Ho-Hi-Ho epitope of 
contiguous amino acid residues from a polypeptide wherein said epitope is characterized 
by a hydrophobic-hydrophilic-hydrophobic motif having an optimal length of amino acid 
residues determined by method of claim 3. 

1 1. (Withdrawn) The antigenic composition comprising a nucleic acid molecule 
coding for a Ho-Hi-Ho epitope of contiguous amino acid residues from a polypeptide 
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wherein said epitope is characterized by a hydrophobic-bydrophilic-hydrophobic motif 

having an optimal length of amino acid residues determined by method of claim 3. 

12. (currently amended) A d i agnostic, tor - tin s method for <Hcrtmr a PTOtcin , * f 
trnnwn setmence comprising the steps of: 
provid i ng a oamplo ;- 

(.ii) „u., Caamg .ni.l -impl " ™ '»> l 1 l " "' i f1r r ° r " U u TU 110 "P* 0 ' 1 " ° f 

uui l i gu u u : [im in n n ni r l rmiifv- r f"*" ' P"l"P" l " itl u »ni t n p n in 

characteris ed b y a h yd.oph o t iir hy d r np hilio - hydrophohic mot i f having an opt i mal 
l on gili u fai i ii no , i oi d m n i rl i io 'i rlu lw i nmod by a mothod comp i i u ing the rt r^p'- o f - 
«.> qr.mgn i ng an avorago hydropathy »nlu u lo each amino acid o f -ft 

h>. senorflthij; a liydrophilio i ty plot uoing the avorago hydropathy valuo o f 

e>- fining, a curve oogmurrt of th u l iju rophilie i ty pl o t l o a negat i ve o o iin * 
funct i on, wh e rein a opooifio p u ri o d number volnu of th e illative QQgin o 
function mi ii r*-' *" * h " "'""Hnr nf .m iii i u acids in th n oui-v u cogmunt. tho 
puri od number inoruasing w i thin a prudotorm i nod choaon period numhwf 
after uacl . | i ' ''Tt' 1 ^ th ™"P n iho l ^ dropmlioity plot thuroby 
pi u i ' iding fit o orr o l at inn vi- 1 " i -t f- ™m,n nn^munl au u so thu lin on r 

scquonoii when uoing tho spocifio p e riod numbor voltiej 
4}- gu norating a potontial 1 lo TTi Ifo opiiop o for unoh opooifio peri o d 
numbor v al u o within thu- chr - Tvn p-^"' nnmhnr ^nlno within tho ohoe e n 
p u i i u d numb o r rnnr n - , vh i- ri' i r p/*™ni.il Hn Hi Mo op i tono ?h ( 

co ntain s pntunt i al Wj - \U Ho e pitopes that hnvu a fit c o rr e lat i on valu e; 
^ .j ui c ing tric b p ntr ntinl "" TIil< " np i m p rj in tho po t ential Ho H i H o 
ep itope o et ac uui di n g to popit i v n fit rn rrolat i on volua , v wl i uio in thu op i l n p o 
having highest p o oil i v f" f ■ r-nrrnii.iinn vnl i m ir . ranked numbor ono thoroby 
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provi ding riml r ^ l-J l u Hi IT u y i .1 ^ n V ^ f o r ^ c^o oi^ p e rio d 

oumbor value; 

^ of it l u oot the hi^l - r^ W-^to-B^ 

pu^u t ia l up it u| i f rnr h T ' 1 Hti,v "' -umi tiiiL U of <h " P< " T 

,tq i (a) to il otn . ni ■« i'""* ™t " r TTi f T u "P i t n P ' V l thn * 

exh ib i t dU uina l iOL imni t in nin g -i b u ul oil onuilibriu m Mun itio n wh . w in tbe 
iai i king vnhiou o f tho H n Hi Ho poi n ntiul cpitopop rovui afio towa r d nr 
clivufgo awc i y from the equilibrium position; and 
g>- i l u Gigomiiia tho He, TT i ITo pot u n ti al epitope - , of tno cot having Uio m ost 
^ oM .aiingriHi l u . ^ s alu u r th nt no v eroge or cliver s a , tlio immun n l o t jiri H y 

active op itoti u. nl ' ; ■ ' ■ 1 ™ n prim n l length oqualinfl L i. mimorio v i l un nf 

amino no ids rpoidu o o in the potontial opitops t > ; 
p uj i l ului. li i iji, ll m n inrl in E n il 1 1 — ' " r^T™*'"* " '■" r "" d ctimp 1 ° 

H^n-minin,. ™ -p'-* 1 im^iinohioloficallv -active l inear cpilonP «f said protsui 

0 n-Ti nT n m um"" ^,^in ^id nrotcin is wmnriwl "f a plurality of amino 
.>r„w nnrt wh ^ ™timal imrnunobio1on>^v mot i ve linear epitope i s 
rhmrTrr i ™< "™ * hv d r^^--^^^i'^-^^o"^ * ° (Ho-Hi-Ho) mot if 

^rormincd b y a rnrthod OOmnrisiTH' t h e StVpS oft 

a^j fininff :m avr TiW nvrfrnnnthv vahlC tO of ftllimlltY Of amiP° 

of protein orfrrmwn sequence; 

^n^Hm, i 1yf 4 rf T P >iii,>.itv plot using said aycrnrc hydropsy v^lvc ; 
f.t,;„ r mh of „ r 'l-n li Tv iTf ^n»ini» of «iiri hvdrpnliil icily p'ot iq 
™„ « pi,.r a iitv of p pn^tivn cosine lunctionp wherein one of a 
r ,„ n1itY ^ r n <p^.ifi»-. n eriod numb er Vi l lus of »wM plurality of 
^rativfl ™«ino functi on" equates to ;i Particular mmtar of a auna 
nrim in -n- rf plnraliT" " f ^ mi!|1t!i pcriod-mustec 
^sin C withi n n r retiflt mrvn™* chosen period number ran^s 
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nft r f n ^ nir »^i i. f r in V of etioh of sa in piomlivv of curve »cei"«ag 
t it rmic ri ,™ H h Yrt~ r hS1i ™« v " lQt thep ^ >v providing n fit-correlat ion 
Y .., vr ^ r „f^id n inrr^ *f r...rvn sowmcnts grro^ sa i d knowji 

period i mmb^ 1 ' values: 
rniTllt'T * m »t 1""^ Ho-Hi-Ho cnitPPO Srt for Hicp . Of Mid Plwa li tY -nf 

., r „ ; rr n r rj ^ ..u^r vai„cs within sa i d cho^n P<-riod rmmher 
1 ,iii L r 1.. n-in -r air 1 r ~t- nti n l H"-"'-^ ™itono ^ conlni n P lewt 
rrt ^ in 1 n»-m-Hr> ^ top r - ^hich said (It-correlation vu l u cJa 

positive: 

r^^ g «:,rih *f «iH notcntinl Ho-Hi-HO tfp itPPC* of finffl T*ttmlwl HQ-H*- 

H lT rr inpr „n,i aligning- » rnifting v n lnc To ffflr-h orsa i d potent ial 
H7 Mi . H « . r ;t» p,^ ,c,r.o rr1 ; "f ; « n ™ fit-correlation value , where in 
r ~. n lT : ? ' H"-^-»" with „ hiphost positive fil -correlation 

Ynlll1 . fp n y»H n„m hp r OP" thftmhv nrnviriinr n ranked Ho-Hi-rio 
nm nni P i ^pitA ^- for of ,aid niiirniitv ormccifir. period m i mk t 

r .« m ^j nt , Ka ; d ^ nfrj-r "^v-h nnimthl Ho-Hfi-Ho epitopes 

rr1nTiY1 > ^ c „iri lwdro rrhi'^ "iflt to determine Hi lenst on^ potcntigl 
TTn Hi 1 It ? rrit"r " W exhibits alternating portioning nrouTid a n 
1 . f1 ..;»j r . r ; VTn ^ition w ^ rr in , plurality of snid r.mKuw vabws of said 
prt-r.ijn i Ho-Hi-Ho coito nos oon vfH^ towards or - div^rc aw^y from 

R?l jd r^ uilihriur n position: and 
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^ r! .»n>,. ttach »f notmHni Flo-Hi-Ho onitopcp . wherein sa id 
rapysn t . y"'"** ftxr.ihit n nga t , Tini; miiT '" g ^nkin.t vahm that converses 
^ r /fi v^-g from said equilib rium POffltjon fls ffai<l optimal 
iinmnnnhiTTbr-r' l Y rrt iv ft r rKmr- wharrin ;t nummc viilnc of am i no 

i" potential Ho-Hi~Wo (Stores is WWnl to One Of Sa i d 

pi nrniitv of s p ff rifi^ p^od mimfr r r valur* " f ™* relative cosine 

function: 

-y-ft^iTt ff »t l„ n «t nn,- n entidc c arrCSDO I Klin r to ftt ICOTl "nc of Opt i ma l 

i n imnnobiolo^ica11v ac t i ve l ine ar epitope : 
rrrntin r ai l ~n- ~ n r m w- *v"incsizo<l ncntidrs corresponding to at 

} „ m OTK »f np ^ Tt f* 1 immiinohioioricallv ar.tive linear epitop e 
pmvjr lini ; n M nmp l " to H- m ? \yr , ™i for said protein of Known sequence; 
^tartinp sa id pompir; with snid ;H U-ast one nntisera; and 

H^tir»> « hintiw «f sai ^ ™t;^n to said orotcin of fsaifi snmpk. thereby 

r«wwft of said p rotein in said sample 

13. (Withdrawn) A method to determine the optimal length of an 
immunobiologically-aciivc linear peptide epitope of a polypeptide, the method 

comprising ihc steps of: 

a) providing a hydrophilicity and/or hydrophobicity plot generated for an 

amino acid linear sequence of a polypeptide; 
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b) fitting the plot of step (a) to a mathematically generated continuous 
curve thereby generating potential epitope sets which include ranked potential epitopes 
having a specific number of amino acid residues; and 

c) comparing the sets of ranked potential epitopes to other generated data 
10 determine the immunobiologically-activc linear peptide epitope and its optimal length. 

14. (Withdrawn) The method according to claim 13 wherein the other generated 
data of step (c) is selected from the group consisting of: comparing magnitude of 
oscillating behavior, comparing the ranked potential epitopes with other epitopes 
generated by propensity scales, comparing with a previously generated plot and 
combinations thereof. 

15. (Withdrawn) A method to determine the optimal length of an 
immunobiologically-aciivc linear peptide epitope of a polypeptide, the method 

comprising the steps of: 

a) fitting a hydrophilicity and/or hydrophobicity plot generated for the amino 
acid linear sequence of u polypeptide to a mathematically generated continuous curve 
thereby generating potential epitope sets which include ranked potential epitopes having 
a specific number of amino acid residues, the mathematically generated curve having at 
least a maximum positive value; 

b) positioning the ranked potential epitopes for each set on the hydrophilicity 
and/or hydrophobicity plot to determine the oscillating behavior of the numeric value of 
ranked potential epitopes; and 

c) deeming the potential epitopes that exhibit the most alternating positioning 
about an equilibrium position when juxtaposed on the hydrophilicity and/or 
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hydrophobicity plot as the theoretical epitomes and their optimal length corresponds to 
the specific number of amino acid residues in the set of ranked potential epitopes. 

16. (Withdrawn) The method according to claim 15 wherein said hydrophilicity 
curve is generated using Kytc-Doolittle hydropathy values and the mathematically 
generated curve is generated by a negative cosine function having a period number 
equivalent to the window of residues. 

17. (Withdrawn) A Ho-Hi-Ho epitope of a polypeptide, said Ho-Hi-Ho epitope 
characterized by a hydrophobic-hydrophilic-hydrophobic motif having an optimal length 
of amino acid residues determined by method of claim 16. 

18. (Withdrawn) A antiscra specific for a Ho-Hi-Ho epitope of contiguous amino 
acid residues from a polypeptide wherein said epitope is defined by a motif of two 
hydrophobic and one hydropbilic regions arranged in the following manner 

hy drophob i c- hy drop hi 1 i c-hyd rop hobic 

wherein said epitope has an optimal length of amino acid residues determined by method 
of claim 15. 

] 9. (currently amended) A diagnostic testing method for detecting a protein of 
known sequence comprising the steps of: 

(■+)- providing a cample 

{iifro oiUaot i ng r , aid onmplo with antisora o pocific - for a llo Hi Ho cpiiop e-of 
eo ntiguouG aminoti o i d n x. i U u ui. from a p olypopl i d o wluwin sa i d epitope ifi 
oharaotoriKod b y a h y d mp hobic hydrrjphil in hy d r op h o bi c mot i f having opt i m al 
length of amino a ri d r^r" 1 " dnt^nvmvurf i Tin nithnd o om pri c ing th e s teps o fr 

.H^ jninpr *n optimal i rnrnnnobiolo g i c al l v ncliyc , linffi l T pcpt^C eP^ope " f 

protein, wherei n ** iH protein is comprised of a plurality of am i no ac i ds wherein , 
.sjirt o ptimal immiinobioinpicallv a ct i ve linear pentid fi epitope is chnrnr-lfiriKcd bv . 
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<a) filling a hydrophilicityZ and/or hydrophobicity plot generated for tho-said 
omino acid linwnr p-otrir *f known sequence or a poly peptide to a 
mathematically generated continuous curve thereby generating at least Pft g 
potential Hn-Hi-Ho epitope sets sfil which w=4«de inoT^ i ilcrg at least one 
ranked potential Mo-Hi-Ho t»p AiopoQ e pito pe, therein one qQi plurality of 

j numeric value is assign^ to each of said notffllttal Hp-ffi-HQ epitope Pvt 
onrrcsnon dniu . _ to a fit-COrrcteUojn XallLS ^ ^ 

hyrfmphiiicity/hyiiro phobi ritv nlot io said mrttairrtifrOlly generated 
rnntimini.s cn^. wher ein said math emat i cally timcratcd continuou s 
^rv" h a r » to a having a specific numbor or number of 

amino eoid acids r esi du e th e gojx ^pondinff to 1<7nrth of said pote ntial 
Htt-Hi-Ho rtpiione. said mathematically generated curve having at least a 
maximum positive value; 
positioning the ^ikl 1™*' ™* ranked potential Ho-ff i -Ho epitope epitopes 
for each r.et on the said hydrophilicity£-M*d/B*- hydrophobicily plot to 
determine the iin oscillating behavior of the- said plurality of numcne 
values or ^id at least one ranked potential JjLo-Hi-Ho epitope ^fHtepes; 
and 

<e) deeming the -?h "f sflifl pt-'^Htv of ranked potential Tfo-Hi-Ho epitope 
epitopes that exhibit tb« .o most alternating pos i t i on e i ther convergent or 
d ivergent positioning about an equilibrium position when juxtaposed on 
the said hydrophilicityZ hydrophobicily plot as t he th e oretical 

ep4te^& said optima l immunobiologicallv .active l i near peptide ffpitQpQ > 
wh^in finid optimal immunobiologicallv nrtiv<- linc-nr peptide epitope and 
4keH> its optimal length corresponds to th e opuo i fio a number of amino *ei4 
residues acids in ttw a set or ranked potential .Ho-Hi-Ho epitopes; ami 
o li ng Ll i u bin ding of nni d n nt i 'wrn tn n po l yp e ptide in said nampte 
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.«nth«irin.. at p t'" 1 " corrcsnoT^linr to at Irnsr «™ of said optima l 

jnnn iinnhiniotnV nily li'irfiir epitope: 
-rj ttiw p T nntiicera gainst said gvnrtwr*! peptides rortcsppr,diiis to rt 

v . nq t ^ nf. ; .iri nn t inH iTnm.»inhioiopicallv active linear epitope : 
nrri .{^i 1T g y nn rr 1 ^ tn h *- t H v™' fnT M ^ nroiwn of Known pequenc s; 
^taniniv said r r™iplr witt 1 < ""' 1 at l( - aSt onC antiscra; and 

, M "-t ^ n hmHin,, of sai d Mlt i SffW tP < Mlid PrPtCin Of ^Hlfl ^iTiple tPCrcby 

jn rijfliithi g presen r - ff nf P™*™ rt in said sample. 

20. (Withdrawn) A antigenic composition ■■comprising a nucleic acid molecule 
coding for an epitope of contiguous amino acid residues from a polypeptide wherein said 
epitope has an optimal length of amino acid residues determined by method of claim 15. 

21 . (new) Thr- tnnthnrt of n :»m ]?. wherein said nrott i n is selected from a tfro»P 

^ ;1r ^riT-, TT-7 TT,. n-4.IL.-S IT -6 1T.-7 TL-8. U -« HrlO 11,-11 . IL = 

P fpN-" iFN-rvs.cn -> ^frnrw rr>8 cpha cpnb.cmic. 

rnifi cms rmi craft, cm? cr»4 . CD40, CR44 CTMg , CDM 

K ? ifi PR Oot.lv ^ ^ MR1.LMP1 TAP2.1MP7 TAP1 OP , 1AR . 
1An rpR reft? >Fw CYP^ I rdW CVP21P C4A. BF. C? rlSP 07H/H, TNF-tt, 
T NF-pr>f n* TlnC QinA? r>PR7. DPrt2. DP PI PP 1 PN 2 . PO 3. 
p r> i no iDF f R hrp- 7 0 "t.a.» Mi.A-C.HLA-X Hl.A-F ,. HLA-J , 
HM- A |ii .A-H FTTA-n ht.a- F NGF . so matotrop i n, ffnmntnmpflins . 
n r ^ nn , ran I F FrtT7 TSM THS-releasinp factor . HOH .- GRHR . PPGF . 
jr-.F.i Tfiv-n TOP- , IM-^S F . M-r-SF O-CSFl.cmhropoictin. -TICO, 4-N- 

„r.^yl»r n l nc tp^ minvlt f n"f f'>"^ CiM2. GD7 GD^ MAGF-1 MAHF,-?. . MAXjE- 
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Feb 20 34 04!07p The Bilioki Laui Firm, PC 7166645606 

Appl. No. tW/552.461 

Reply to Office Communication of February 6, 2CK>4 

t Mli r-l mt i*"*- ^ M \ K-* vnrri-18. irAM-1 C-CAM V-CAM . 

PI . AM NMM Fr.FR. R ^ Hhcrin. N-CAM CF.A. PCC PSA TTC f T-nftt l. UTAA . 

nr frmn™ n ntig r r kio. HKer a nMFi 17, tyrosi n e re l ated prot"m 1 ami 2, 

r o 7 r ^ F R APf\ Per KTP.I >JF- 2 WT-1. MFJM-T. MEN-1I. BRCA 1. VHL . 

nrf , Mr - r , "V- ne " "rtf- Brr " rmg frk r< * (TST> - hst ' bcL ■ ahil - gJ - a - 
r?1 r. Cls. C4 r:? -Factor P. Factor ft r prope rdin . C3 . C> Cft. C7 . CE . C9 . CIT a h. 
F.^.tor H. (Mh-hindinP nrotcin PAK. ^ ff m frnrr "rote.in nnnohvlatoxin 

in ^tiv ; ,mrSn ro f ; " HPFM""- ^' ™ 7 <^ rff4 rrwC4a rector, H L Y 
fL , ^ r „i ,mi20. v if . tat, rev, n r f vr>r vpu , vptO , HSV fribonuckc-U ds 

^ ■■rtziae. - TP FH** TrpS Trp:VS LAT-rrhtrd prote i ns t'P rC. cD . gfi . S i. 

r IV influent ft r m a| |liitri n j f »«,.,raiminirtaB». PB1 . PP>? PA, NP . Mi. Mz , N S* 

^_ >r n nni TT m pv.Vn^^Ri.F.? FA. K4. E5a F^h F,0. F.7, F* U T ,7,1 adenov i rus 
/riA fir iy? pa f.a. F.5. T . I . 1.2. L3 . 14 T,U F.psUij Q -Fnrf Vimp (F . BNA) . 
H ^p fl titis R vir " K 'PP ?7 ' gP^ 6 ' - "P ^ " P 2? "- P°' ^ nTld nurl<3 ^ r matrix proteins- 
22.) fn^w ^ Tht; method o f ffh'"i 1° . whcrein said nmtein is selected from v yrcnip 
^n^Hn.ofTl.-T. Tl .. ? . 11,-3. l t-4 iTr . f . 1L-S . U-7 1 1 -8 H -0 TT-l 0 . TI.-l 1 . XLz 
1? vf>j.„ tfn-p iFN-rts. cr >? rnrcra. CPS. CPS. CP1 1 A, CPUb. CPUs. 

rn 1ft mi« CD21. C™ ^ f™* CP40 CD44. CP45. CPte 

r-r>^ Kl ffl (ta. M » MR2.MB1 I.MP1.TAP2 TMP7 TAPL OP . 'A IL 
^ F p IF| T? in. rvP?i (mcYP^lP r4A BF C? HSP r r 7w/r>, tnF-to. 
TM Fp FM, Tin ™iiia? PPK? nPer?, PPfil PP 1, PN 2 . DO 3, 
no l PO 1DR PR - HSP-70.nr,A-B HT . A-C. HI A-X HlA-F .. HLA zi, 
m a-a tti.a-h ht.a -<7, hi.a-f ngf — rtomiHotropin , somatomed i ns. 
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Feb 20 84 04i07p The Bilicki Law Firm, PC 71GGG45B06 

Appl. No. 00/552,401 

Kcply to Office Communication of February 6, 2004 

P^tn — n n. F^^ P.r,P tsh THS-TX?lca8iwr fw t or, HGH . G BHBJDgE. 
!< ? r.i ir.F-H.Tr.F- OM-CSF M-O SF r r rsF1 fflvttirewictin . -TTC0 . 4-M .- 
^^i ^inc^^ m in Vt-i in^ f- nn- ™" cm MAOF-1 MACtIv?., MA<re = 
vnir.i. mt if-?. M1IC3. MTTC-4 . MUC-1S ICAM-1 C>CAM . V-CAM. 
PI a M TMM?r Rfi TT f nr"" ri - N T AM ^ Tlor?-ne« . UTAA . 
m .i-.n^n „nti ? nn r 7<; too. HKer S, nMEL 17 tyrosine refold proteins 1 and 2. 
ff o7 r ^ trr. APf nrr nf-1. N T F - ? WT-1 . M FN-T MKN-I I. BKCAi, VHL . 
P^q M r-f m vr. nB „. re f atk fms inn IrK. r C \. f>«n hrt bol . anil. Clq, 
n,n« C4.C2 Ffiftnr T>. Fact or ft properd in . P CS . Cfi . C7 . ^ . O . CUuh. 
F „tnr h r 4h-K;^in g ostein r>AF , mgmbr n™ rpfnetc-r prote i n ? >n arhv l atoxi n 
■i p nrihTitnrf m -l^ ^nMinT..rpi TP? CR?, CM ^C4 n mrenior . Hiv 

/ rJ „ nnl nn41. « P i™ Vf <»t. rev ncf VPF YP1I VP*), HSV (ribonucleotide 

rrf1ir ^ -Tip re p * TfPS tcp^ , 1 *T-r-'fi t ^ p™^ ; ™ * B <vr * >r> 

L , T> Snflnonva, irlTni Tlin ™."™m,i«i dMe. PP1 PB7, PA . NP . M ^M^MSu 

f wiA niR f.7 ^ fa ns. T . 1 i, ?„T3 . L4 Epticin-Bwrr vim* fKBNA) . 
i. T!l .;.kRvi^ frr^y gP ™- ™42-. n22«. pol xlani 1 nudw »n Mrix proteins. 
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Feb 20 04 04:O7p The Bilicki Law Firm, PC 71GGG45GOG 

Appl. No. 09/552,461 

Reply to Office Communication of February 0, 2004 

Applicant respectfully contends that the Notice of Non-Compliant 
Amendment has been addressed and that this application is therefore in a 
condition of allowance and respectfully rquests that the application be passed to 
allowance. 



Dated: fJy^D&Zov} Respectfully submitted, 

Joseph J. Boinski, Esquire 



Reg. No. 51,482 
Attorney for Applicant 
The Bilicki Law Firm, P.C. 
Furniture Mart Building, Suite 1000 
1 1 1 West Second Street 
Jamestown. NY 14701 
Tel: (716) 664-5600 
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